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W5 (R Hr T AR
— XA B Bifidobacterium
1 FHEXEA Bifidobacterium adolescentis
2 Sh ST I Bh A W Bifidobacterium animalis subsp. animalis
3 B XUEAT B AL R Bifidobacterium animalis subsp. lactis
4 P AT B Bifidobacterium bifidum
5 K OUBFF Bifidobacterium breve
6 KB T K Fb Bifidobacterium longum subsp. longum
7 K U T 22 ) LI Ff Bifidobacterium longum subsp. Infantis
= FATH R Lactobacillus
1 WE R FLAT A Lactobacillus acidophilus
2 LA E Lactobacillus crispatus
3 B FNF R R INADEEA | Lactobacillus delbrueckii subsp. bulgaricus
4 78 P T L b Lactobacillus delbrueckii subsp. lactis
5 ¥ B AT B Lactobacillus gasseri
6 Fiy L AL E Lactobacillus helveticus
7 2RI Lactobacillus johnsonii
8 LR AN S A RE | Lactobacillus
DI kefiranofaciens subsp. kefiranofaciens
= FLESAT B Lacticaseibacillus
1 T 1% LI AT Lacticaseibacillus casei
2 | T i L S AT Lacticaseibacillus paracasei
3 R 2= LR AT Lacticaseibacillus rhamnosus
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1 M Y BBk A LT Ligilactobacillus salivarius
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1 25l A AT Latilactobacillus curvatus
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3 FLIEFLER B Lactococcus cremoris

+ WA & Propionibacterium

1 2 G ERAT 1 1 EC P Propionibacterium freudenreichii subsp. shermanii

+— A Acidipropionibacterium

1 FEN R R Acidipropionibacterium acidipropionici

+= B H BR A Leuconostoc

1 Fi B R 3 Bk T i S ST Leuconostoc mesenteroides subsp. mesenteroides
= FrEREE g Pediococcus

1 FLER FER T Pediococcus acidilactici

2 R BE Fr BR A Pediococcus pentosaceus

+P4 BRZ KA Weizmannia

1 AR 2K Weizmannia coagulans
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1 INEEER B Mammaliicoccus vitulinus
+75 2 BR R Staphylococcus

1 ANEE A ER Staphylococcus xylosus
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1 Oyl ve S 4e g R Kluyveromyces marxianus
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